
NAME 

OVERALL, Christopher M. 

POSITION TITLE 

Professor & Canada Research Chair in 
Metalloproteinase Proteomics and Systems Biology 

EDUCATION/TRAINING 

INSTITUTION AND LOCATION DEGREE YEAR(s) FIELD OF STUDY 

The University of Adelaide, South Australia, Australia BDS 1979 Dental Surgery 

The University of Adelaide, South Australia, Australia BSc (Hons) 1980 Immunology/Oral Biology 

The University of Adelaide, South Australia, Australia MDS 1985 Oral Biology 

The University of Toronto, Ontario, Canada PhD 1991 Biochemistry 

The University of British Columbia, Canada Faculty Medicine 
Protein Engineering Network of Centres of Excellence 

 
 1989-
1992 

Postdoctoral M.R.C. 
Centennial Fellow 

 

 

Short Biographical Sketch 

Dr. Overall is a Professor and Tier 1 Canada Research Chair in Proteinase Proteomics and Systems Biology at 
the University of British Columbia, Centre for Blood Research. He completed his undergraduate, Honors 
Science and Masters degrees at the University of Adelaide, South Australia; his Ph.D. in Biochemistry at the 
University of Toronto; and was a MRC Centennial Fellow in his post-doctoral work with Dr. Michael Smith, 
Nobel Laureate, Biotechnology Laboratory, University of British Columbia. On Sabbatical in 1997-1998 he was 
a Visiting Senior Scientist at British Biotech Pharmaceuticals, Oxford, UK and in 2004/2008 he was a Visiting 
Senior Scientist at the Expert Protease Platform, Novartis Pharmaceuticals, Basel, Switzerland where he 
learned industrial scale concepts and the science of drug development. He was an External Senior Fellow, 
Freiburg Institute for Advanced Studies, Albert-Ludwigs Universität Freiburg, Germany and in 2014 was 
appointed as an Honorary Professor, Albert-Ludwigs Universität Freiburg. Dr. Overall won the Institute of 
Musculoskeletal Health and Arthritis CIHR Award as 2002 CIHR Scientist of the Year, the University of British 
Columbia Killam Senior Researcher Award (Science) 2005, and was the Chair of the 2003 Matrix 
Metalloproteinase Gordon Research Conference and the 2010 Protease Gordon Research Conference. He is 
a regular a plenary speaker at HUPO conferences and organized a featured symposium “Can proteomics fill 
the gap between genomics and phenotypes?” at the 2012 AAAS conference. With over 12,626 citations for his 
201 papers (since 2000 his papers have been cited >8,813 times) and with an h factor of 62 he is a highly 
influential scientist in the field. Professor Overall is also the pioneer of degradomics, a term he coined. With 19 
Nature Review, Nature Journal, Science and Science Signaling papers he is a leader in the field, which was 
recently recognized by the International Society of Proteolysis with a Lifetime Achievement Award in October 
2011; by the Matrix Biology Society of Australia and New Zealand with the 2012 Barry Preston Award; in 2013 
by the International Association of Dental Research Distinguished Scientist Award for Research in Oral 
Biology; and in 2014 by the Tony Pawson Canadian National Proteomics Network Award for Outstanding 
Contribution and Leadership to the Canadian Proteomics Community. 

 

Selected Positions and Employment 

1992-1997 Assistant Professor, University of British Columbia (UBC); 1992-1995 Clinician Scientist, Medical 
Research Council of Canada (MRC); 1995-present Associate Member, Department of Biochemistry & 
Molecular Biology, UBC; 1997-1998 Visiting Scientist, British Biotech, Oxford UK; 1999-2000 Canadian 
Institutes of Health Research Scientist; 2000-present Full Professor, UBC; 2001-2005 Member, Protein 
Engineering Network, Centres of Excellence; 2001-present Canada Research Chair (Tier I) in 
Metalloproteinase Proteomics & Systems Biology; 2002-present Associate Member, UBC Prostate Centre; 
2002-present Member, UBC Centre for Blood Research; 2004-2005 Visiting Scientist, Protease Platform, 
Novartis, Basel, Switzerland; 2005-present External Consultant, Expert Protease Platform, Novartis; 2006-
present Executive Member, B.C. Proteomics Network; 2008 Visiting Scientist, Novartis, Basel, Switzerland; 
2010-12 External Senior Fellow, Freiburg Institute of Advanced Studies, Albert-Ludwigs University, Germany; 
2013 Consultant, Genentech; Honorary Professor, Albert-Ludwigs-Universität Freiburg, Germany in 2013. 

 



Selected Honors and Awards 

1984-1989 Postdoctoral Fellowship, MRC; 1987 Edward H. Hatton Award, 1st Place Postdoctoral, International 
Association for Dental Research (IADR); 1988 Young Investigator Award, 3rd Int. Conference Chemistry & 
Biology Mineralized Tissues; 1989 William J. Gies Award, AADR for the best publication in 1988; 1989 Young 
Investigator Award, MMP Conference; 1989-1992 Centennial Fellowship (1st place), MRC; 1991 Young 
Investigator Award, IADR (for best scientist under 35 years); 1999 Scientist Award, MRC; 2001 Tier 1 Canada 
Research Chair in Metalloproteinase Proteomics & Systems Biology; 2002 CIHR Researcher of the Year; 
2003 CIHR Award for Research Excellence in Oral Health; 2003 Chairman, MMP Gordon Research 
Conference; 2004 Listed in the Contemporary Who’s Who; 2005 Fellow, Canadian Academy of Health 
Sciences; 2005 International Proteolysis Society Council; 2006 Killam Award Research Prize, Senior Science 
Category, UBC; 2010 Chairman, Protease Gordon Research Conference; 2011 Lifetime Achievement 
Award, International Proteolysis Society; 2012 Barry Preston Award (Lifetime Achievement Award in Matrix 
Biology) Matrix Biology Society Australia & NZ; 2013 Distinguished Scientist Award, IADR; 2014 the Tony 
Pawson Award for Outstanding Contribution and Leadership to the Canadian Proteomics Community. 

 

Research Areas 

Proteomics, degradomics, Human Proteome Project, proteases, MMPs, extracellular matrix biology, anti-viral 
immunity, innate immunity 
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Selected peer-reviewed publications 49 papers in past three years; 77 since 2009, career total 203. 
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